Maldi-TOF analysis
MALDI-TOF mass spectra were acquired on Ultraflex (Bruker). The irradiation source was a pulsed nitrogen laser with a wavelength of 337 nm. The matrix solution (sinapinic acid at 10 mg ml)1) and fractions were mixed in a ratio of 10 : 1. One microliter of the mixture was deposited and air-dried. External mass calibration was performed with a standard protein mixture. Mass spectra were analysed with flexanalysis software (Bruker). In order to change the Cys15 and Cys36 codons into alanine, two successive SOEING PCR were performed.
Supplementary data 3
First the Cys15 codon was changed using the ATG-forward primer together with the C15A-reverse primer on one side, and the C15A-forward primer together with the STOP-reverse primer on the other side. Then the Cys36 codon was changed in the C15A-AhPDF1.1b mutant using the ATG-forward primer together with the C36A-reverse primer on one side, and the C36A-forward primer together with the STOP-reverse primer on the other side. 
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